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ggc etc tgt get cca ate tac tgt gtg tec ccg gee aat gee ccc agt 
Gly Leu Cys Ala Pro lie Tyr Cys Val Ser Pro Ala Asn Ala Pro Ser 
35 40 45 

gca tac ccc cgc cct tec tec aca aag age ace cct gee tea cag gtg 
Ala Tyr Pro Arg Pro Ser Ser Thr Lys Ser Thr Pro Ala Ser Gin Val 
50 55 60 

tat tec etc aac ace gac ttt gee ttc cgc eta tac cgc agg ctg gtt 
Tyr Ser Leu Asn Thr Asp Phe Ala Phe Arg Leu Tyr Arg Arg Leu Val 
65 70 75 

ttg gag acc ccg agt cag aac ate ttc ttc tec cct gtg agt gtc tec 
Leu Glu Thr Pro Ser Gin Asn lie Phe Phe Ser Pro Val Ser Val Ser 
80 85 90 



60 
109 



<400> 1 

cccacgcgtc cgattaaagt gaggagagag ctacaaccaa gtaagcaagt gtcagggctc 

accaacc atg caa gga cag ggc agg aga aga gga acc tgc aaa gac ata 
Met Gin Gly Gin Gly Arg Arg Arg Gly Thr Cys Lys Asp lie 
15 10 

ttt tgt tec aaa atg gca tct tac ctt tat gga gta etc ttt get gtt 157 
Phe Cys Ser Lys Met Ala Ser Tyr Leu Tyr Gly Val Leu Phe Ala Val 
15 20 25 30 



205 



253 



301 



349 



1 




4^ 



act tec ctg gec atg etc tec ctt ggg gec cac tea gtc acc aag ace 397 
Thr Ser Leu Ala Met Leu Ser Leu Gly Ala His Ser Val Thr Lys Thr 
95 100 105 110 

cag att etc cag ggc ctg ggc ttc aac etc aca cac aca cca gag tct 445 
Gin lie Leu Gin Gly Leu Gly Phe Asn Leu Thr His Thr Pro Glu Ser 
115 120 125 

gee ate cac cag ggc ttc cag cac ctg gtt cac tea ctg act gtt ccc 493 
Ala lie His Gin Gly Phe Gin His Leu Val His Ser Leu Thr Val Pro 
130 135 140 

age aaa gac ctg acc ttg aag atg gga agt gee etc ttc gtc aag aag 541 
Ser Lys Asp Leu Thr Leu Lys Met Gly Ser Ala Leu Phe Val Lys Lys 
145 150 155 

gag ctg cag ctg cag gca aat ttc ttg ggc aat gtc aag agg ctg tat 589 
Glu Leu Gin Leu Gin Ala Asn Phe Leu Gly Asn Val Lys Arg Leu Tyr 
160 165 170 

gaa gca gaa gtc ttt tct aca gat ttc tec aac ccc tec att gee cag 637 
Glu Ala Glu Val Phe Ser Thr Asp Phe Ser Asn Pro Ser lie Ala Gin 
175 180 185 190 

gcg agg ate aac age cat gtg aaa aag aag acc caa ggg aag gtt gta 685 
Ala Arg lie Asn Ser His Val Lys Lys Lys Thr Gin Gly Lys Val Val 
195 200 205 

gac ata ate caa ggc ctt gac ctt ctg acg gec atg gtt ctg gtg aat 733 
Asp lie lie Gin Gly Leu Asp Leu Leu Thr Ala Met Val Leu Val Asn 
210 215 220 

cac att ttc ttt aaa gec aag tgg gag aag ccc ttt cac ctt gaa tat 781 
His lie Phe Phe Lys Ala Lys Trp Glu Lys Pro Phe His Leu Glu Tyr 
225 230 235 

aca aga aag aac ttc cca ttc ctg gtg ggc gag cag gtc act gtg caa 82 9 

Thr Arg Lys Asn Phe Pro Phe Leu Val Gly Glu Gin Val Thr Val Gin 
240 245 250 

gtc ccc atg atg cac cag aaa gag cag ttc get ttt ggg gtg gat aca 877 
Val Pro Met Met His Gin Lys Glu Gin Phe Ala Phe Gly Val Asp Thr 
255 260 265 270 

gag ctg aac tgc ttt gtg ctg cag atg gat tac aag gga gat gec gtg 925 
Glu Leu Asn Cys Phe Val Leu Gin Met Asp Tyr Lys Gly Asp Ala Val 
275 280 285 

gec ttc ttt gtc etc cct age aag ggc aag atg agg caa ctg gaa cag 973 
Ala Phe Phe Val Leu Pro Ser Lys Gly Lys Met Arg Gin Leu Glu Gin 
290 295 300 

gee ttg tea gee aga aca ctg ata aag tgg age cac tea etc cag aaa 1021 
Ala Leu Ser Ala Arg Thr Leu lie Lys Trp Ser His Ser Leu Gin Lys 
305 310 315 



2 




agg tgg ata gag gtg ttc ate ccc aga ttt tec att tct gee tec tac 1069 
Arg Trp lie Glu Val Phe lie Pro Arg Phe Ser lie Ser Ala Ser Tyr 
320 325 330 

aat ctg gaa acc ate etc ccg aag atg ggc ate caa aat gec ttt gac 1117 
Asn Leu Glu Thr lie Leu Pro Lys Met Gly lie Gin Asn Ala Phe Asp 
335 340 345 350 

aaa aat get gat ttt tct gga att gca aag aga gac tec ctg cag gtt 1165 
Lys Asn Ala Asp Phe Ser Gly lie Ala Lys Arg Asp Ser Leu Gin Val 
355 360 365 

tct aaa gca acc cac aag get gtg ctg gat gtc agt gaa gag ggc act 1213 
Ser Lys Ala Thr His Lys Ala Val Leu Asp Val Ser Glu Glu Gly Thr 
370 375 380 

gag gec aca gca get acc acc acc aag ttc ata gtc cga teg aag gat 1261 
Glu Ala Thr Ala Ala Thr Thr Thr Lys Phe lie Val Arg Ser Lys Asp 
385 390 395 

ggt ccc tct tac ttc act gtc tec ttc aat agg acc ttc ctg atg atg 1309 
Gly Pro Ser Tyr Phe Thr Val Ser Phe Asn Arg Thr Phe Leu Met Met 
~f* 400 405 410 

^ att aca aat aaa gee aca gac ggt att etc ttt eta ggg aaa gtg gaa 1357 
W lie Thr Asn Lys Ala Thr Asp Gly lie Leu Phe Leu Gly Lys Val Glu 
% 415 420 425 430 

\nh aat ccc act aaa tec taggtgggaa atggcctgtt aactgatggc acattgetaa 1412 
y ; Asn Pro Thr Lys Ser 
V- 435 

■SHS, 

E 1 

tgcacaagaa ataacaaacc acatccctct ttctgttctg agggtgeatt tgaccccagt 1472 

ggagctggat tcgctggcag ggatgecact tccaaggctc aatcaccaaa ccatcaacag 1532 

ggaccccagt cacaagccaa cacccattaa ccccagtcag tgcccttttc cacaaattct 1592 

cccaggtaac tagcttcatg ggatgttgct gggttaccat atttccattc cttggggctc 1652 

ccaggaatgg aaatacgeca acccaggtta ggcacctcta ttgeagaatt acaataacac 1712 

attcaataaa actaaaatat gaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 1766 



<210> 2 

<211> 435 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Gin Gly Gin Gly Arg Arg Arg Gly Thr Cys Lys Asp lie Phe Cys 
15 10 15 



Ser Lys Met Ala Ser Tyr Leu Tyr Gly Val Leu Phe Ala Val Gly Leu 



3 



20 25 30 



Cys Ala Pro lie Tyr Cys Val Ser Pro Ala Asn Ala Pro Ser Ala Tyr 
35 40 45 



Pro Arg Pro Ser Ser Thr Lys Ser Thr Pro Ala Ser Gin Val Tyr Ser 
50 55 60 



Leu Asn Thr Asp Phe Ala Phe Arg Leu Tyr Arg Arg Leu Val Leu Glu 
65 70 75 80 



Thr Pro Ser Gin Asn lie Phe Phe Ser Pro Val Ser Val Ser Thr Ser 
85 90 95 



Leu Ala Met Leu Ser Leu Gly Ala His Ser Val Thr Lys Thr Gin lie 
100 105 110 



Leu Gin Gly Leu Gly Phe Asn Leu Thr His Thr Pro Glu Ser Ala lie 
115 120 125 



His Gin Gly Phe Gin His Leu Val His Ser Leu Thr Val Pro Ser Lys 
130 135 140 



Asp Leu Thr Leu Lys Met Gly Ser Ala Leu Phe Val Lys Lys Glu Leu 
145 150 155 160 



Gin Leu Gin Ala Asn Phe Leu Gly Asn Val Lys Arg Leu Tyr Glu Ala 
165 170 175 



Glu Val Phe Ser Thr Asp Phe Ser Asn Pro Ser lie Ala Gin Ala Arg 
180 185 190 



lie Asn Ser His Val Lys Lys Lys Thr Gin Gly Lys Val Val Asp lie 
195 200 205 



lie Gin Gly Leu Asp Leu Leu Thr Ala Met Val Leu Val Asn His lie 
210 215 220 



Phe Phe Lys Ala Lys Trp Glu Lys Pro Phe His Leu Glu Tyr Thr Arg 
225 230 235 240 



Lys Asn Phe Pro Phe Leu Val Gly Glu Gin Val Thr Val Gin Val Pro 
245 250 255 



4 



Met Met His Gin Lys Glu Gin Phe Ala Phe Gly Val Asp Thr Glu Leu 
260 265 270 



Asn Cys Phe Val Leu Gin Met Asp Tyr Lys Gly Asp Ala Val- Ala Phe 
275 280 285 



Phe Val Leu Pro Ser Lys Gly Lys Met Arg Gin Leu Glu Gin Ala Leu 
290 295 300 

Ser Ala Arg Thr Leu He Lys Trp Ser His Ser Leu Gin Lys Arg Trp 
305 310 315 320 

He Glu Val Phe He Pro Arg Phe Ser He Ser Ala Ser Tyr Asn Leu 
325 330 335 



Glu Thr He Leu Pro Lys Met Gly He Gin Asn Ala Phe Asp Lys Asn 

& h 340 345 350 

ffj 

* Ala Asp Phe Ser Gly He Ala Lys Arg Asp Ser Leu Gin Val Ser Lys 
M ; 355 360 365 

V Ala Thr His Lys Ala Val Leu Asp Val Ser Glu Glu Gly Thr Glu Ala 
370 375 380 

Thr Ala Ala Thr Thr Thr Lys Phe He Val Arg Ser Lys Asp Gly Pro 
385 390 395 400 

Ser Tyr Phe Thr Val Ser Phe Asn Arg Thr Phe Leu Met Met He Thr 
405 410 415 



Asn Lys Ala Thr Asp Gly He Leu Phe Leu Gly Lys Val Glu Asn Pro 
420 425 430 



Thr Lys Ser 
435 



<210> 3 

<211> 423 

<212> PRT 

<213> Homo sapiens 

<400> 3 



5 



Met Glu Arg Met Leu Pro Leu Leu Ala Leu Gly Leu Leu Ala Ala Gly 
15 10 15 

Phe Cys Pro Ala Val Leu Cys His Pro Asn Ser Pro Leu Asp Glu Glu 
20 25 30 

Asn Leu Thr Gin Glu Asn Gin Asp Arg Gly Thr His Val Asp Leu Gly 
35 40 45 

Leu Ala Ser Ala Asn Val Asp Phe Ala Phe Ser Leu Tyr Lys Gin Leu 
50 55 60 

Val Leu Lys Ala Pro Asp Lys Asn Val He Phe Ser Pro Leu Ser He 
65 70 75 80 

Ser Thr Ala Leu Ala Phe Leu Ser Leu Gly Ala His Asn Thr Thr Leu 
85 90 95 

Thr Glu He Leu Lys Gly Leu Lys Phe Asn Leu Thr Glu Thr Ser Glu 
100 105 HO 

Ala Glu He His Gin Ser Phe Gin His Leu Leu Arg Thr Leu Asn Gin 
115 120 125 

Ser Ser Asp Glu Leu Gin Leu Ser Met Gly Asn Ala Met Phe Val Lys 
130 135 140 

Glu Gin Leu Ser Leu Leu Asp Arg Phe Thr Glu Asp Ala Lys Arg Leu 
145 150 155 160 

Tyr Gly Ser Glu Ala Phe Ala Thr Asp Phe Gin Asp Ser Ala Ala Ala 
165 170 175 

Lys Lys Leu He Asn Asp Tyr Val Lys Asn Gly Thr Arg Gly Lys He 
180 185 190 

Thr Asp Leu He Lys Asp Leu Asp Ser Gin Thr Met Met Val Leu Val 
195 200 205 

Asn Tyr He Phe Phe Lys Ala Lys Trp Glu Met Pro Phe Asp Pro Gin 
210 215 220 

Asp Thr His Gin Ser Arg Phe Tyr Leu Ser Lys Lys Lys Trp Val Met 
225 230 235 240 

Val Pro Met Met Ser Leu His His Leu Thr He Pro Tyr Phe Arg Asp 
245 250 255 

Glu Glu Leu Ser Cys Thr Val Val Glu Leu Lys Tyr Thr Gly Asn Ala 
260 265 270 

Ser Ala Leu Phe He Leu Pro Asp Gin Asp Lys Met Glu Glu Val Glu 
275 280 285 

Ala Met Leu Leu Pro Glu Thr Leu Lys Arg Trp Arg Asp Ser Leu Glu 
290 295 300 
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Phe Arg Glu lie Gly Glu Leu Tyr Leu Pro Lys Phe Ser lie Ser Arg 
305 310 315 320 

Asp Tyr Asn Leu Asn Asp lie Leu Leu Gin Leu Gly lie Glu Glu Ala 
325 330 335 

Phe Thr Ser Lys Ala Asp Leu Ser Gly lie Thr Gly Ala Arg Asn Leu 
340 345 350 

Ala Val Ser Gin Val Val His Lys Ala Val Leu Asp Val Phe Glu Glu 
355 360 365 

Gly Thr Glu Ala Ser Ala Ala Thr Ala Val Lys lie Thr Leu Leu Ser 
370 375 380 

Ala Leu Val Glu Thr Arg Thr lie Val Arg Phe Asn Arg Pro Phe Leu 
385 390 395 400 

Met lie lie Val Pro Thr Asp Thr Gin Asn lie Phe Phe Met Ser Lys 
405 410 415 

Val Thr Asn Pro Lys Gin Ala 
420 

W <210> 4 

D <211> 427 

» <212> PRT 

L= : <213> Homo sapiens 

L <400> 4 

j! Met His Leu lie Asp Tyr Leu Leu Leu Leu Leu Val Gly Leu Leu Ala 
U ! 5 10 15 

Leu Ser His Gly Gin Leu His Val Glu His Asp Gly Glu Ser Cys Ser 
20 25 30 

Asn Ser Ser His Gin Gin lie Leu Glu Thr Gly Glu Gly Ser Pro Ser 
35 40 45 

Leu Lys lie Ala Pro Ala Asn Ala Asp Phe Ala Phe Arg Phe Tyr Tyr 
50 55 60 

Leu lie Ala Ser Glu Thr Pro Gly Lys Asn lie Phe Phe Ser Pro Leu 
65 70 75 80 

Ser lie Ser Ala Ala Tyr Ala Met Leu Ser Leu Gly Ala Cys Ser His 
85 90 95 

Ser Arg Ser Gin lie Leu Glu Gly Leu Gly Phe Asn Leu Thr Glu Leu 
100 105 110 

Ser Glu Ser Asp Val His Arg Gly Phe Gin His Leu Leu His, Thr Leu 
115 120 125 

Asn Leu Pro Gly His Gly Leu Glu Thr Arg Val Gly Ser Ala Leu Phe 
130 135 140 
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Leu Ser His Asn Leu Lys Phe Leu Ala Lys Phe Leu Asn Asp Thr Met 
145 150 155 160 

Ala Val Tyr Glu Ala Lys Leu Phe His Thr Asn Phe Tyr Asp Thr Val 
165 170 175 

Gly Thr lie Gin Leu lie Asn Asp His Val Lys Lys Glu Thr Arg Gly 
180 185 190 

Lys lie Val Asp Leu Val Ser Glu Leu Lys Lys Asp Val Leu Met Val 
195 200 205 

Leu Val Asn Tyr lie Tyr Phe Lys Ala Leu Trp Glu Lys Pro Phe lie 
210 215 220 

Ser Ser Arg Thr Thr Pro Lys Asp Phe Tyr Val Asp Glu Asn Thr Thr 
f"i 225 230 - 235 240 

Val Arg Val Pro Met Met Leu Gin Asp Gin Glu His His Trp Tyr Leu 
^ 245 250 255 

W His Asp Arg Tyr Leu Pro Cys Ser Val Leu Arg Met Asp Tyr Lys Gly 
M f 260 265 270 

CO 

D Asp Ala Thr Val Phe Phe He Leu Pro Asn Gin Gly Lys Met Arg Glu 
« 275 280 285 



P 5 ' 



He Glu Glu Val Leu Thr Pro Glu Met Leu Met Arg Trp Asn Asn Leu 
290 295 300 

Leu Arg Lys Arg Asn Phe Tyr Lys Lys Leu Glu Leu His Leu Pro Lys 
305 310 315 320 

Phe Ser He Ser Gly Ser Tyr Val Leu Asp Gin He Leu Pro Arg Leu 
325 330 335 

Gly Phe Thr Asp Leu Phe Ser Lys Trp Ala Asp Leu Ser Gly He Thr 
340 345 350 

Lys Gin Gin Lys Leu Glu Ala Ser Lys Ser Phe His Lys Ala" Thr Leu 
355 360 365 

Asp Val Asp Glu Ala Gly Thr Glu Ala Ala Ala Ala Thr Thr Phe Ala 
370 375 380 

He Lys Phe Phe Ser Ala Gin Thr Asn Arg His He Leu Arg Phe Asn 
385 390 395 400 

Arg Pro Phe Leu Val Val He Phe Ser Thr Ser Thr Gin Ser Val Leu 
405 410 415 

Phe Leu Gly Lys Val Val Asp Pro Thr Lys Pro 
420 425 

<210> 5 
<211> 415 
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<212> PRT 
<213> Homo sapiens 

<400> 5 

Met Ser Pro Phe Leu Tyr Leu Val Leu Leu Val Leu Gly Leu His Ala 
15 10 15 

Thr He His Cys Ala Ser Pro Glu Gly Lys Val Thr Ala Cys His Ser 
20 25 30 

Ser Gin Pro Asn Ala Thr Leu Tyr Lys Met Ser Ser He Asn Ala Asp 
35 40 45 

Phe Ala Phe Asn Leu Tyr Arg Arg Phe Thr Val Glu Thr Pro Asp Lys 
50 55 60 

m Asn He Phe Phe Ser Pro Val Ser He Ser Ala Ala Leu Val Met Leu 
65 70 75 80 



MP 



Ser Phe Gly Ala Cys Cys Ser Thr Gin Thr Glu He Val Glu Thr Leu 
85 90 95 



H' Gly Phe Asn Leu Thr Asp Thr Pro Met Val Glu He Gin His Gly Phe 
ffii 100 105 110 



Gin His Leu He Cys Ser Leu Asn Phe Pro Lys Lys Glu Leu Glu Leu 
115 120 125 

Gin He Gly Asn Ala Leu Phe He Gly Lys His Leu Lys Pro Leu Ala 
130 135 140 

Lys Phe Leu Asn Asp Val Lys Thr Leu Tyr Glu Thr Glu Val Phe Ser 
145 150 155 160 

Thr Asp Phe Ser Asn He Ser Ala Ala Lys Gin Glu He Asn Ser His 
165 170 175 

Val Glu Met Gin Thr Lys Gly Lys Val Val Gly Leu He Gin Asp Leu 
180 185 190 

Lys Pro Asn Thr He Met Val Leu Val Asn Tyr He His Phe Lys Ala 
195 200 205 

Gin Trp Ala Asn Pro Phe Asp Pro Ser Lys Thr Glu Asp Ser Ser Ser 
210 215 220 

Phe Leu He Asp Lys Thr Thr Thr Val Gin Val Pro Met Met His Gin 
225 230 235 240 

Met Glu Gin Tyr Tyr His Leu Val Asp Met Glu Leu Asn Cys Thr Val 
245 250 , 255 

Leu Gin Met Asp Tyr Ser Lys Asn Ala Leu Ala Leu Phe Val Leu Pro 
260 265 270 

Lys Glu Gly Gin Met Glu Ser Val Glu Ala Ala Met Ser Ser Lys Thr 
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275 280 285 

Leu Lys Lys Trp Asn Arg Leu Leu Gin Lys Gly Trp Val Asp Leu Phe 
290 295 300 . 

Val Pro Lys Phe Ser lie Ser Ala Thr Tyr Asp Leu Gly Ala Thr Leu 
305 310 315 320 

Leu Lys Met Gly lie Gin His Ala Tyr Ser Glu Asn Ala Asp Phe Ser 
325 330 335 

Gly Leu Thr Glu Asp Asn Gly Leu Lys Leu Ser Asn Ala Ala His Lys 
340 345 350 

Ala Val Leu His lie Gly Glu Lys Gly Thr Glu Ala Ala Ala Val Pro 
355 360 365 

Glu Val Glu Leu Ser Asp Gin Pro Glu Asn Thr Phe Leu His Pro lie 
370 375 380 

lie Gin lie Asp Arg Ser Phe Met Leu Leu lie Leu Glu Arg Ser Thr 
385 390 395 400 

Arg Ser lie Leu Phe Leu Gly Lys Val Val Asn Pro Thr Glu Ala 
405 410 415 

<210> 6 

<211> 394 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Asp Pro Gin Gly Asp Ala Ala Gin Lys Thr Asp Thr Ser His His 
15 10 15 

Asp Gin Asp His Pro Thr Phe Asn Lys lie Thr Pro Asn Leu Ala Glu 
20 25 30 

Phe Ala Phe Ser Leu Tyr Arg Gin Leu Ala His Gin Ser Asn Ser Thr 
35 40 45 

Asn lie Phe Phe Ser Pro Val Ser lie Ala Thr Ala Phe Ala Met Leu 
50 55 60 

Ser Leu Gly Thr Lys Ala Asp Thr His Asp Glu lie Leu Glu Gly Leu 
65 70 75 80 

Asn Phe Asn Leu Thr Glu lie Pro Glu Ala Gin lie His Glu Gly Phe 
85 90 95 

Gin Glu Leu Leu Arg Thr Leu Asn Gin Pro Asp Ser Gin Leu Gin Leu 
100 105 110 

Thr Thr Gly Asn Gly Leu Phe Leu Ser Glu Gly Leu Lys Leu Val Asp 
115 120 125 
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Lys Phe Leu Glu Asp Val Lys Lys Leu Tyr His Ser Glu Ala Phe Thr 
130 135 140 

val Asn Phe Gly Asp Thr Glu Glu Ala Lys Lys Gin He Asn Asp Tyr 
145 150 155 160 

Val Glu Lys Gly Thr Gin Gly Lys He Val Asp Leu Val Lys Glu Leu 
165 170 175 

Asp Arg Asp Thr Val Phe Ala Leu Val Asn Tyr He Phe Phe Lys Gly 
180 185 190 

Lys Trp Glu Arg Pro Phe Glu Val Lys Asp Thr Glu Glu Glu Asp Phe 
195 200 205 

His Val Asp Gin Val Thr Thr Val Lys Val Pro Met Met Lys Arg Leu 
210 215 220 

H Gly Met Phe Asn He Gin His Cys Lys Lys Leu Ser Ser Trp Val Leu 
*: 225 230 235 240 

^ Leu Met Lys Tyr Leu Gly Asn Ala Thr Ala He Phe Phe Leu Pro Asp 
U«i 245 250 255 

0-j Glu Gly Lys Leu Gin His Leu Glu Asn Glu Leu Thr His Asp He He 
Q 260 265 270 

L Thr Lys Phe Leu Glu Asn Glu Asp Arg Arg Ser Ala Ser Leu His Leu 
L,s. 275 280 285 

^ Pro Lys Leu Ser He Thr Gly Thr Tyr Asp Leu Lys Ser Val Leu Gly 

;!:; 290 295 300 

^ Gin Leu Gly He Thr Lys Val Phe Ser Asn Gly Ala Asp Leu Ser Gly 
305 310 315 320 

Val Thr Glu Glu Ala Pro Leu Lys Leu Ser Lys Ala Val His Lys Ala 
325 330 335 

Val Leu Thr He Asp Glu Lys Gly Thr Glu Ala Ala Gly Ala Met Phe 
340 345 350 

Leu Glu Ala He Pro Met Ser He Pro Pro Glu Val Lys Phe Asn Lys 
355 360 365 

Pro Phe Val Phe Leu Met He Glu Gin Asn Thr Lys Ser Pro Leu Phe 
370 375 380 

Met Gly Lys Val Val Asn Pro Thr Gin Lys 
385 390 

<210> 7 

<211> 14 

<212> PRT 

<213> homo sapiens 

<400> 7 
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Gin Gly Leu Gly Phe Asn Leu Thr His Thr Pro Glu Ser Ala 
1 5 10 



<210> 8 

<211> 14 

<212> PRT 

<213> homo sapiens 



<400> 8 

Phe Thr Val Ser Phe Asn Arg Thr Phe Leu Met Met lie Thr 
15 10 



<210> 9 

<211> 13 

<212> PRT 

Q <213> homo sapiens 

^ <400> 9 

■■a 3 E : 

^ Gly Arg Arg Arg Gly Thr Cys Lys Asp He Phe Cys Ser 
W 1 5 10 





<210> 


10 




<211> 


13 




<212> 


PRT 




<213> 


homo 




<400> 


10 



sapiens 



Tyr Pro Arg Pro Ser Ser Thr Lys Ser Thr Pro Ala Ser 
15 10 

<210> 11 

<211> 13 

<212> PRT 

<213> homo sapiens 



<400> 11 



Pro Ser Lys Asp Leu Thr Leu Lys Met Gly Ser Ala Leu 
15 10 



<210> 12 

<211> 13 

<212> PRT 

<213> homo sapiens 



<400> 12 



Phe His Leu Glu Tyr Thr Arg Lys Asn Phe Pro Phe Leu 
15 10 



<210> 13 
<211> 13 
<212> PRT 
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<213> homo sapiens 
<400> 13 

Leu Glu Gin Ala Leu Ser Ala Arg Thr Leu lie Lys Trp 
15 10 

<210> 14 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 14 

Gin Val Ser Lys Ala Thr His Lys Ala Val Leu Asp Val 
15 10 

<210> 15 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 15 

Ala Thr Ala Ala Thr Thr Thr Lys Phe lie Val Arg Ser 
15 10 

<210> 16 

<211> 13 

<212> PRT 

<213> homo sapiens 



10 



<400> 


16 


Phe Leu Met 


1 




<210> 


17 


<211> 


18 


<212> 


PRT 


<213> 


homo 


<400> 


17 



Thr Lys Phe He Val Arg Ser Lys Asp Gly Pro Ser Tyr Phe Thr Val 
15 10 15 



Ser Phe 



<210> 18 

<211> 72 

<212> DNA 

<213> homo sapiens 

<400> 18 

ggcacttccc atcttcaagg tcaggtcttt gctgggaaca gtcagtgagt gaaccaggtg 60 



13 



ctggaagccc tg 



72 



<210> 19 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 19 

gcctctgtgc tccaatctac t 





<210> 


20 




<211> 


19 




<212> 


DNA 


mat-, 


<213> 


homo 




<400> 


20 




gctgcagctc c 




<210> 


21 


to 


<211> 


11 




<212> 


PRT 




<213> 


homo 


P 






skis; 

3 


<400> 


21 


jas's: 








Val Ser Phe 


SKI S i 


1 






<210> 


22 




<211> 


16 




<212> 


PRT 




<213> 


homo 




<400> 


22 




Gly Thr Glu 




1 






<210> 


23 




<211> 


21 




<212> 


PRT 




<213> 


homo 




<400> 


23 



19 



10 



10 15 



Pro Ser Tyr Phe Thr Val Ser Phe Asn Arg Thr Phe Leu Met Met lie 
15 10 15 

Thr Asn Lys Ala Thr 
20 

<210> 24 
<211> 18 



14 




<212> PRT 

<213> homo sapiens 

<400> 24 

Tyr Ser Leu Asn Thr Asp Phe Ala Phe Arg Leu Tyr Arg Arg Leu Val 
15 10 15 

Leu Glu 





<210> 


25 






<211> 


16 






<212> 


PRT 






<213> 


homo 


sapiens 




<400> 


25 




IMS' 

€i 


Glu Ser Ala 


He His 


. i? E ; 


1 




5 


<?*t 

'•sns.f 
1 ; 1 


<210> 


26 






<211> 


10 




M ! 


<212> 


PRT 




m 


<213> 


homo 


sapiens 












<400> 


26 




I 5 










Ala Arg Thr 


Leu He 


"pi* 


1 




5 


JI; 


<210> 


27 




n 

new 


<211> 


17 




J s 


<212> 


PRT 






<213> 


homo 


sapiens 




<400> 


27 





10 15 



10 



Asn Pro Ser He Ala Gin Ala Arg He Asn Ser His Val Lys Lys Lys 
15 10 15 

Thr 



<210> 28 

<211> 8 

<212> PRT 

<213> homo sapiens 

<400> 28 

Gin Gly Lys Val Val Asp He He 
1 5 

<210> 29 

<211> 11 

<212> PRT 



15 



<213> homo sapiens 
<400> 29 

Ala Met Val Leu Val Asn His lie Phe Phe Lys 
15 10 

<210> 30 

<211> 10 

<212> PRT 

<213> homo sapiens 

<400> 30 

Lys Ala Thr His Lys Ala Val Leu Asp Val 
15 10 

<210> 31 

<211> 21 

<212> PRT 

<213>. homo sapiens 

<400> 31 

Ala Thr Ala Ala Thr Thr Thr Lys Phe He Val Arg Ser Lys Asp Gly 
15 10 15 

Pro Ser Tyr Phe Thr 
20 

<210> 32 

<211> 733 

<212> DNA 

<213> homo sapiens 

<400> 32 

gggatccgga gcccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccagcacctg 60 

aattcgaggg tgcaccgtca gtcttcctct tccccccaaa acccaaggac accctcatga 120 

tctcccggac tcctgaggtc acatgcgtgg tggtggacgt aagccacgaa gaccctgagg 180 

tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 240 

aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg caccaggact 300 

ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca acccccatcg 360 

agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 420 

catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaaggcttct 480 

atccaagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 54 0 
ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 



600 



acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 660 
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acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 72 0 
gactctagag gat 733 





<210> 


33 




<211> 


8 




<212> 


PRT 




<213> 


Bacteriophage T7 




<400> 


33 




Asp Tyr Lys Asp Asp Asp Asp Lys 




1 


5 




<210> 


34 




<211> 


39 




<212> 


DNA 




<213> 


Homo sapiens 


I : i 


<400> 


34 


W 


gcagcagcgg ccgcgtgtcc ccggccaatg 


CO 
O 


<210> 


35 


f 


<211> 


37 




<212> 


DNA 


Li, 


<213> 


Homo sapiens 




<400> 


35 




gcagcagtcg acggatttag tgggattttc 




<210> 


36 




<211> 


39 




<212> 


DNA 




<213> 


Homo sapiens 




<400> 


36 




gcagcagcgg ccgcatgcaa ggacagggca 




<210> 


37 




<211> 


36 




<212> 


DNA 




<213> 


Homo sapiens 




<400> 


37 




gcagcagtcg actgacatcc agcacagcct 




<210> 


38 




<211> 


12 




<212> 


PRT 




<213> 


Homo sapiens 



39 



37 



39 



36 



17 



# 



<400> 38 

Met Gin Gly Gin Gly Arg Arg Arg Gly Thr Cys Lys 
1 5 10 

<210> 39 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 39 

Gin Gly Gin Gly Arg Arg Arg Gly Thr Cys Lys Asp He Phe 
1 5 10 

<210> 40 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 40 

He Asn Ser His Val Lys Lys Lys Thr Gin Gly Lys Val Val 
1 5 10 

<210> 41 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 41 

Phe Ser Gly He Ala Lys Arg Asp Ser Leu Gin Val Ser Lys 
1 5 10 

<210> 42 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Ala Ser Tyr Leu Tyr Gly Val Leu Phe Ala Val Gly Leu Cys Ala Pro 



1 



5 10 I 5 



<210> 43 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 43 



Thr Gin He Leu Gin Gly Leu Gly Phe Asn Leu Thr His Thr Pro Glu 
15 10 15 



<210> 44 
<211> 16 
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<212> PRT 

<213> Homo sapiens 

<400> 44 

He Leu Pro Lys Met Gly He Gin Asn Ala Phe Asp Lys Asn Ala Asp 
1 5 10 

<210> 45 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 45 

Asp Val Ser Glu Glu Gly Thr Glu Ala Thr Ala Ala Thr Thr Thr Lys 
1 5 10 

<210> 46 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Gly Arg Arg Arg Gly Thr Cys Lys Asp He Phe Cys Ser Lys 
1 5 10 
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